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Weekson ART > In accord with current mathematical models based on decay of plasma viremia, PBMC with vigorous viral
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analysis of MSRNA expression Relative contributions of cellular strata to cellular viral load during ART: Productively infected cells are a tip of the iceberg Thus, rapid turnover of latently infected cells may be shaped by changes in their cellular and humoral
« Significant differences also s - ) environment during ART (decreases in anti-HIV immunity = lengthening of life spans of cells with basal
observed in analysis of individual > Contribution of Il-M and II-H to antigen expression; reductions in viremia-associated inflammation > diminishing activation rates of latently
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o s copes e cen o s comstmais” e dominated by type I-L and 1I-M with basal HIV-transcription may help to identify strategies to attack latent HIV-reservoirs.

> At least three categories of infected cells prevail in PBMC from untreated patients: - Relative frequencies of transcriptional
-HIV-infected cells expressing solely USRNA strata are similar during the course of ART
-HIV-infected cells expressing USRNA + MSRNA = = - > I1-H and lll-ex++ are rare even before.
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» Identification of transcriptional patterns distinguishing between latent and productive HIV-infection may offer a
new tool to monitor the impact of ART at the cellular level.
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