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Background

Greater Persistence of Drug Resistance Mutations in HIV-1 Subtype C than other Subtypes among Women Exposed to
C Single-Dose Nevirapine (SDNVP) for the Prevention of Mother-to-Child Transmission of HIV-1 (PMTCT)
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Results

HIV-1 viral subtype distributions and clinical characteristics

Persistence of drug resistance mutations in subtype C-infected women
after single-dose NVP exposure by allele-specific real-time PCR
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To investigate the impact of HIV-1 subtypes on the persistence of drug (Median copies/ml)
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330 single-dose NVP-exposed women were included in the sub-study Total 54/160 30 11/44 25 7178 9 4121 19
and none of the women received an antiretroviral tail following single- . . . . . N . L,
dose NVP g g Persistence of drug resistance mutations by Subtypes after S|ng|e_ DRM = drug resistance mutations; ~: P<0.001 compared C with non-C; *: Not tested.

Conclusions
NNRTI drug resistance mutations were detected more frequently in subtype C than non-subtype C by allele-specific

dose NVP exposure by conventional sequencing assay
Among the 330 women, 182 women were from Zambia, 86 from Thailand

and 62 from Kenya. Subtype C Subtype A CRFO1_AE Others RT-PCR among women exposed to SDNVP more than one year prior, suggesting that drug resistance mutations
associated with NNRTI resistance may persist longer in subtype C.
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1-251. exposure | ' term persisting mutations are uncertain and require further study (See Poster# 916).
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mutations at <3, 4-6, 7-12 and >12 months was analyzed and considered

. . e g *: Not tested. DRM = drug resistance mutations
statistically significant when P value was <0.05.
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